Suppl. 1

ing Insight to the Poor Sensitivity of

00000000000000 P bbb b b e b b b b b b e zZzzzzzzzzzzzzzZ
zZzzzzzzzzzzzzz L P g g g O O O O O O O O O O G O O O VOVLVVVLVLVLVLVLVLLVLLVLLVLY
W . 00000000000000 * B vhanurVRVuVRVIIY
B L T rpep—— 3 3 3 3 3 3w 3 e 3o 3o 3o 3 3 3 4 o o A TR T TR 000000000000000
T ™™ © 3 e e 3 e e 3 3 e 3 3 e 3w 3 0  d ko d d o d d o d d o d d 000000000000000
IEIIIIIIIIIIES . . VLLVLLVLLVLLVLVLLVLLLVLLVLLLLY wounvanunnuannaan
ULUUUUVUUUUVUULVUVULULL . . A qqCq L EXIIIIIIIIIIEEE
EIIZIIIIIIIIIIZI . . O O O O O O O O O O OO O e e pur e g g}
O O O O O O O O O O O O K & e bbb e b e b e e e
W W A L L A L L A L A O G O O G O O O O O O O O O &
O O Of O G O O O O O G L O 000000000000000
O O Of O O Of O O O O O O O dCaqCqaqqCq T 000000000000000
VLLVLVLLVLVLVLLVLLVLLVLLVLLLL 0000000000600000 B b b b b e b b e b b b e b b
acoaacaccacaaaan izl coocococooc00000000
MUMMMMNRNNRRNN IIXIIXIXIXIXIIXIIX 000000000GGAAAA
MMMNNM NN NN NN zZzzzzzzzzzzZzZZZ 0000000006000000 *
MUMMMNNNN NN NN . . 000000000000000 EiEEEEEEEEEEEEE
MMM MMM MMM 0000000000 . . EEIIIIIIIIIIIEE IXIIXIXIXIIXIIIXIII
0000000000000 0 B> . . 3= 3 3 3w 3 3w e 3 3 D 3 e 3 3 3 PRI EEEEEEEEE»
3n e e e e e e e e e e e e e P . . O O O O O O O O L O O L O O L W W
accaccacaaaaaan voLVLVLVLVLLVLLVLLVLLY ©10000000000000G0 ¢ o d b d d o d d e d d h e d et 2 et e B 0t et B 2 et Bt
MUMNRNNRNNRR NN IXIIIIXIIXIX O W W EKKKKKKKKKKKKKKK W W W W
MUMMMMNRMNRNNN IXIIXIXIXIXIX BT T I T [ W W W
MUMMMMMKNNNN NN * TTTTTTTTET MWL W WL LW W W W zTzTTTTTZTTTZTZTZTZTZZ B T T
acaaaaaacaaaaa zzzzzzzzzz § 3 3 3 3 e 3m 3 e e 3 3 e 3 0 0000000000000060 .
a00a0000GGAGAAQA ' 3 3 3m 3m 3 3m 3 e 3 e FUVUUUUVUUUUUUULU « AXIXIITILIILIIIL .
0000000000000 0 o 3
Vv MXXNNN . ‘acc0a0aa0a0aad "

oviv] . . . .

000000000000000
HS55555555555550
T rre
e 3w e e e D De e e 3 3w e e 3 3w
0000000000000 00
MUMMMMRRNNR NN NN
ol b wl ol of of o ol of of ol o of o

L
ol bl ol od od b o ol oF ol o o

o d o d ok d o d d h o
VUUUUUUUUVUUVULL
ITIIIIIIIIIIEEE

bbb b b bbb b b b b e b
VVVVVVVVVLVLVLLVLLVLLY
000000000000000

itled “Protein Modell
irus”.

Supplementary Data
s Chikungunya V

Indones. J. Chem., 2023, 23 (5), 1236 - 1247
ia’

is a part of a paper ent

E
R R T
W W
zZzzzzzzzzzzZzZZZ
e a AL L
EQRRRRRRRRRRRRQR
W W W W W

00000000000000
A qCqqCqCCC
VUUUUUVUVUUVUVUUVUUY
W W W W W
P i
coooco0000000000
3 3w e e 3 3 3w 3e 3e 3 e e 3e >

KNRKNKKOKQOKQQAPRNNMNO
KNRKNKKOKOKQOAPRNNMNO
KNRKNKKOKOKQOAPRNNMNO
KNRKNKKOKOKQQAPRNNMNOK
KNRKNKKOKOKOQAPRNNMNOKK
KNRKNKKOKOKQOAPRNNMNOKK
KNRKNKKOKOKQOAPRNNMNOKK
KNRKNKKOKOKOQOAPRNNMNOK
KNRKNKKOKOKQOAPRNNMNOK
KNRKNKKOKOKOQOAPRNNMNOK
KNRKNKKOKOKOQOAPRNNMNOK
KNRKNKKOKOKOQQAPRNNMNOK
NRKNKKOKOKQOAPRNNMNOKK
NRKNKKOKOKOQOOQAPRNNMNOKK

X%

00000000000000 WM MMM MMM NN NN R T
[2-2-2 wanvannnnnnnan daqaCqcCCCCTCLT
acaaococaccaacaaa b B
B 000000000000000
3 3n e m e e e e e e m e e nuruBunBuauBBuBVGY
Cedd A AL AL LD AL L EXXIIXIXIILIXIIX
EXFIIIIIIIIIEE ¢ VUUUUUUVUVULLULL
(LTSI TSI STSTS ST S sy I nurnunununuunnn
B e e e MUMMMNMNANAEEE NN E"HN"H"HHHHNNHNH
MMMM MMM AR LR L L L L E L LR VVLVLLVLVLLVLLVLLVLLVLLVLLVLLLVLLVLY
zzzzzzzzzzZZZZ* o d o d d o d b 0
EEEEEEEEEEEEEE R 00000000000000 00000000000000 VOLVLLVLVLLVLLVLVLLLLVLLVLOLLY
g qCqC T+ g qgaqa MMM MM MMM b B dedddodddddddddd
nuanvwnnnnnannn - zZzzzzzzZZzZZZZZZ zzzzzzzzzzzzZZ 000000000000000
bttt bt ettt bt coococooco0000000 TTTTTTTTTTTTEI a000000AGAGAGAO
P e e e Bt b bt ot L e e e e e e e e e e e Dttt
00000000000000 * bbb e b b b b b o IXIIITIXIIIIXIII
ACgqqCqCCLLCLCL VOLLVLVLLVLVLLVLLVLVLLVLLVL e 3n e 3m e 3m 3 m e e 3m e m daqacqacqqqqTaTTT
o dd o d o d d o d D MMM MM NN NN NN UL LVLLVLLN R e e e e
00000000000000 * e n e m e n e e e b h o h o h d ok d o h u 3 3 3e 3 3n 3 3 3 3 3 3 e 3 2
VOVVLLVLLVLLVLVLLVLVLLVLLVLLLLY IXIXIXIXIIIXIIIX A qC T aoacococcocccaacaaana
AR S L L L L L L L g CqCCqCqCT Lol ol ol sl sl ol sl sdad sl ot ot odad CE L
MUMMNMNRNERNRN NN aoacocccaccaccacaaa dadcdddadddadddd o L o ol o
L L L L MMM MMM NN AN g qCqC T

00000000000000 IXIIIIIIIIIEIIES VLOVLVLVLOVLLVLOLLVLVLOVLLVLLL

aococococcocaacaaaan P> >>>>> W W W W W e 3w 3w B e B e B e B v B D B Do
O O G O O O O O O O O L O L T T IT™ ZZZZZZZZZZZZZZ L o o o et o e e
00000000000000 000000000000G0 qaqaqqcqq LT ZZZZZZZZZZZZZZZ
drddddddddd oo VOVLVLVLVLLVLLVLLVLLVLLVLLVLLVLLVLL R T T T T T T

R R R R
CEEEEEEEEEEEER
vaviviviviviviviviviviviviv]

0600000000606000
o O O O O

tics on Indones

iagnos

This supplementary data

Chikungunya D

B>
0000000000000 0

o O O O O O O O O O O O O &

RYQPRPWTP
RYOPRPWTP
RYOPRPWTP
RYQPRPWTP
RYQPRPWTP
RYQPRPWTP
RYQPRPWTP
RYQPRPWTP
RYQPRPWTP
RYOPRPWTP
RYOQOPRPWTP
RYOQPRPWTP
RYOQPRPWTP
RYQPRPWTP

1
1
1

AHAS7251.1

AMAS7252.1

AHA87253.1
7254,

AHAS7250.1
AHAS!
AHAS72SS.
AHAB7256.
AMA87257.1

KHEGKVT
KHEGKVTG
KHEGKVTG

Se 3w 3w e e 3 3w e e 3 3e e e e
o O O O O O O O O O O O O O
vvvVLLVLLVLVLL
MM MMM MMM N
zzzzzzzz

NKG
K
K
K
K

z
00000000000000
e W W

aca0cac0acaaada

S
S
S
S
S
S
S
S
S
S
S
S
S
S

o of o O O O O O O O O &
@
o000
‘e
@

PRROR
RROR
RROR

QASLTCSPRRORR

VUUVULVUUVUVUULVUVLVUVLVL
cac000a00adadda
P e e
vunurunuuunuaun

Fig S1. Sequence alignment of E1-E2 Ind-CHIKV. The mutation points are highlighted in dark color. The CHK-152
antibody binding site are presented in red line and the B-cell epitopes are highlighted in black and blue color,

respectively
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Fig S1. Sequence alignment of E1-E2 Ind-CHIKV. The mutation points are highlighted in dark color. The CHK-152
antibody binding site are presented in red line and the B-cell epitopes are highlighted in black and blue color,
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