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 Abstract: Bacicyclin is a cyclic hexapeptide with antibacterial activity against 
Enterococcus faecalis and Staphylococcus aureus with minimum inhibition 
concentration (MIC) values of 8 and 12 μM, respectively. Studies on a reversed sequence 
of bacicyclin were conducted to investigate how the reversed peptide sequence affects its 
biological properties. A reversed-bacicylin, cyclo-(Gly-Leu-Val-Ile-Ala-Phe), was 
successfully synthesized by constructing the linear precursor on 2-chlorotrityl chloride 
resin using a Fmoc-based strategy. The HATU/HOAt reagent was applied in all peptidic 
bond formations, and the desired linear hexapeptide (82% yield) was cleaved off the resin 
using a mixture of trifluoroacetic acid:dichloromethane (2:8). The linear peptide was 
cyclized using 1-[bis(dimethylamino)methylene]-1H-1,2,3-triazolo[4,5-b]pyridinium-3-
oxidehexa-fluorophosphate (HATU) as a coupling agent and diisopropylethylamine 
(DIPEA) as the base in a very dilute solution (0.001 M) in dichloromethane, then purified 
by octadecyl silica gel (ODS) column chromatography to obtain the reversed-bacicyclin 
(43.7% yield). The purity of the cyclic product was analyzed using analytical RP-HPLC 
(tR = 20.01 min), and characterized by HR-TOF-MS, 1H-NMR, and 13C-NMR. The 
biological activity of the reversed-bacicyclin is much lower compared to bacicyclin, 
indicating that the amino acid sequence of the cyclopeptide dictates the antibacterial 
activity. This finding gives additional information on the relationship between peptide 
sequence and biological properties. 

Keywords: bacicyclin; solid-phase peptide synthesis; cyclisation; cyclic hexapeptide; 
antibacterial peptide 

 
■ INTRODUCTION 

Peptides, in particular cyclic peptides, have attracted 
much attention over the last few decades [1] because they 
exhibit unique advantages over linear peptides, such as 
their high affinity, fixed geometry and rigid structure, 
metabolic stability, and defined conformation. Cyclic 
peptides are a promising source of new drug candidates as 
they possess interesting biological activities, including 
antibiotic, antifungal [2], Cushing's disease [3], and anti-

inflammatory [4]. Bacicyclin [cyclo-(D-Phe-D-Ala-Ile-
Val-Ile-Gly)] (1) (Fig. 1) is a cyclic hexapeptide first 
isolated by Wiese et al. [5] from a marine Bacillus sp. 
strain (BC028). It shows antibacterial activity against the 
clinically relevant Enterococcus faecalis and 
Staphylococcus aureus with MIC values of 8 and 12 μM, 
respectively [5]. Structurally, its cyclic structure and the 
presence of D-configured residues make bacicyclin 
resistant  to  proteases,  thus,  it  has  potential  as  a  drug  
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Fig 1. Structure of bacicyclin (1) and reversed-bacicylin (2) 

candidate. Chen et al. [6] successfully synthesized 
bacicyclin and its analogs using a combination of solid- 
and solution-phase methods. However, synthetic 
bacicylin and analogs showed no significant antibacterial 
properties with an IC50 > 128 M. The difference in 
antibacterial properties between the synthetic bacicylin 
and its natural product was caused by the different 
conformation and purities. 

According to Damjanovic et al. [7], cyclic peptides 
with the same amino acid composition but different 
sequences exhibit different structural behavior in 
solution, which may change their activities. Rezai et al. [8] 
and Claro et al. [9] describe how cyclic peptides interact 
with the biological membrane and show that the 
interaction depends on the sequence, which dictates the 
conformation of the cyclic peptide. Therefore, it is 
interesting to compare the biological activities of peptides 
with the same amino acid composition but different 
sequences. Herein, we report the total synthesis of a 
bacicyclin isomer with a reversed sequence, cyclo-(Gly-
Leu-Val-Ile-D-Ala-D-Phe) (2) (Fig. 1). 

Most cyclic peptides are prepared via solid-phase 
peptide synthesis (SPPS) of the linear precursor, 
continued by macrocyclization on-resin or in solution 
[10]. The efficiency of the solution and on-resin 
cyclization were compared extensively by Sewald and 
colleagues [11] for the synthesis of cyclopeptides and 
cyclohexapeptides. The results showed that better method 
was achieved when cyclization was performed in solution-
phase (9–36%) than on-resin (1–22%). A combination of 
solid- and solution-phase methods are commonly used 
for the synthesis of many cyclic peptides such as 

wollamide A, B, desotamide B [12], and their analogs 
[13-14]. This method was also used in the current 
synthesis, with SPPS and a Fmoc strategy performed to 
synthesize the linear precursor and cyclization 
conducted in solution-phase. The cyclization of a linear 
peptide with six residues is challenging [14], but the 
presence of two D amino acids facilitates the cyclization 
of the linear peptide, so D-Phe was located at the C-
terminus and Gly at the N-terminus for cyclization [15]. 
The antibacterial properties of the synthesized reversed-
bacicyclin against S. aureus and E. faecalis were then 
evaluated. 

■ EXPERIMENTAL SECTION 

Materials 

The chemicals used were 2-chlorotrityl chloride 
resin, dimethylformamide (DMF), dichloromethane 
(DCM), 1-[bis(dimethylamino)methylene]-1H-1,2,3-
triazolo[4,5-b]pyridinium-3-oxide hexafluorophosphate 
(HATU), n-hexane N,N-diisopropylethylamine (DIPEA), 
1-hydroxy-7-azabenzotriazole (HOAt), piperidine, ethyl 
acetate, and trifluoroacetic acid. All amino acid residues, 
Fmoc-D-Phenylalanine, Fmoc-D-Alanine, Fmoc-L-
Isoleucine, Fmoc-L-Valine, Fmoc-L-Leucine, Fmoc-L-
Glycine, and 2-chlorotrityl chloride (0.972 mmol/g) 
were purchased from GL-biochem Ltd., Shanghai, China. 

Instrumentation 

Analysis of the linear and cyclic hexapeptides was 
performed on a Waters 2998 Photodiode Array Detector 
(PDA) with a wavelength of 210, 240, and 254 nm and 
LiChrospher 100 C-18 column (5 μm) for RP-HPLC. 
Acetonitrile (A) and deionized water (B) were used as 
the mobile phase with gradient elution and the addition 
of 0.1% trifluoroacetic acid (TFA) (vol/vol), with a flow 
rate of 1.0 mL/min and column temperature 25 °C for  
30 min. The peptides were characterized by 1H- and 13C-
NMR spectra using an Agilent 1H-NMR 500 MHz and 
13C-NMR 125 MHz with deuterated solvent. The mass 
spectra were obtained from Waters HR-ToF-MS 
Lockspray, and the absorbance of loaded resin was 
measured on a UV-Vis Spectrophotometer (TECAN 
Infinite Pro 200). 
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Procedure 

Synthesis of linear hexapeptides, a precursor of 
reversed-bacicyclin 

The synthesis was performed on 2-chlorotrityl 
chloride resin (400 mg, 0.4 mmol), which was swollen in 
dichloromethane (10 mL) for 15 min at room 
temperature. Fmoc-D-Phe-OH (210 mg, 0.7 mmol) was 
loaded onto the resin in a mixture of dichloromethane  
(5 mL) and DIPEA (210 μL, 1.2 mmol). To measure the 
loading resin absorbance, 20% piperidine in DMF (3 mL) 
was added to 0.8 mg Fmoc-D-Phe-resin in an Eppendorf 
tube and left for 1 h, followed by sonification for 5 min 
before the absorbance was measured at 290 nm. Then, the 
resin was capped by adding 10 mL of 
MeOH:DCM:DIPEA (15:80:5) twice before the addition 
of 20% piperidine in DMF (5 mL) for 2 × 5 min to 
eliminate the Fmoc group, yielding a free amino group on 
the resin. Fmoc-D-Phe-NH2 was coupled with the second 
residue, Fmoc-D-Ala-OH, using a combination of HATU 
(222.4 mg, 0.5 mmol) and HOAt (79.6 mg, 0.5 mmol) as 
a coupling agent and DIPEA (271.7 μL, 2.1 mmol) as a 
base in DMF (5 mL) for 4 h at room temperature. The 
Fmoc group was removed from Fmoc-D-Phe-D-Ala-
Fmoc using 20% piperidine in DMF (5 mL) for 2 × 5 min 
to afford the resin-D-Phe-D-Ala-NH2. This cycle of 
coupling and Fmoc deprotection was repeated with 
subsequent Fmoc-protected amino acids to obtain the 
resin-D-Phe-D-Ala-Ile-Val-Leu-Gly-NH2. Finally, the 
peptide was cleaved from the resin using 20% TFA in 
dichloromethane (10 mL) for 2 × 20 min. After the 
collection of filtrate and subsequent TFA evaporation, the 
crude peptide was repeatedly washed with 
dichloromethane and dried under a vacuum. The linear 
peptide was injected into an analytical RP-HPLC (5–40% 
acetonitrile in water for 20 min, flow rate 1 mL/min, λ 240 
nm) and characterized using HR-ToF-MS, 1H-NMR (500 
MHz, DMSO-d6), and 13C-NMR (125 MHz, DMSO-d6). 

Linear hexapeptide (precursor of reversed-
bacicyclin): White solid; (91.3 mg, 82% yield); 1H-NMR 
(500 MHz, DMSO-d6, δ, ppm) 4.09 (m, CH-α, 2H), 4.38 
(t, J = 8.4 Hz, CH- α, 1H), 4.12 (dd, J = 10.8;6.2 Hz, CH-α, 
1H), 3.57 (d, J = 8.4 Hz, CH-α, 1H), 4.31 (m, J = 8.8 Hz, 
CH-α, 1H), 4.48 (q, J = 11.4; 4.2 Hz, CH-α, 1H), 8.48 (d, 

NH, 1H), 8.02 (d, NH, 1H), 7.94 (d, NH, 1H), 8.16 (d, 
NH, 1H), 7.83 (d, NH, 1H), 1.42 (s, NH2, 2H), 1.57 (m, 
H-β/β’ Leu, 2H), 1.64 (m, H-γ Leu, 1H), 0.81 (d, J = 7.8 
Hz, H-δ Leu, 3H), 0.82 (d, J = 7.7 Hz, H-δ’ Leu, 3H), 1.70 
(m, H-β Val, 1H), 0.86 (d, J = 6.4 Hz, H-γ Val, 3H), 0.88 
(d, J = 6.4 Hz, H-γ’ Val, 3H), 1.97 (m, H-β Ile, 1H), 0.79 
(d, H-γ Ile, 2H), 1.01 (d, H-γ’ Ile, 3H), 0.76 (d, H-δ Ile, 
3H), 1.13 (d, J = 8.4 Hz, H-β Ala, 3H), 3.06/2.93 (m, H-
β/β’ Phe, 2H), 7.26 (m, H-Bz-o, 2H), 7.22 (m, H-Bz-m, 
2H), 7.16 (m, H-Bz-p Phe, 2H).13C-NMR (125 MHz, 
DMSO-d6, δ, ppm) 171.9 (C=O Gly), 172.7 (C=O Leu), 
170.7 (C=O Val), 170.3 (C=O Ile), 171.5 (C=O Ala), 
165.4 (C=O Phe), 41.4 (C-α Gly), 50.9 (C-α Leu), 58.0 
(C-α Val), 57.0 (C-α Ile), 47.6 (C-α Ala), 53.5 (C-α Phe), 
39.1 (C-β/β’ Leu), 24.3 (C-γ Leu), 23.0 (C-δ Leu), 21.7 
(C-δ’ Leu), 30.7 (C-β Val), 18.5 (C-γ/γ’ Val), 35.8 (C-β 
Ile), 15.2 (C-γ Ile), 29.9 (C- γ’ Ile), 10.9 (C-δ), 18.5 (C-β 
Ala), 36.5 (C-β/β’ Phe). HR-TOF-MS m/z 619.3892 
[M+H]+ (calcd. C31H51N6O7 619.3894). 

Synthesis of cyclic hexapeptides 
The linear hexapeptide (30 mg, 0.05 mmol) was 

dissolved in DMSO (500 μL, 6.4 mmol), then 
dichloromethane (50 mL) before the addition of HATU 
(6 equiv. 110.7 mg, 0.3 mmol) and DIPEA (12 equiv.  
75.3 μL, 0.6 mmol). The reaction mixture was stirred for 
48 h at room temperature (monitored by TLC), then 
evaporated under vacuum to yield the crude cyclic 
product as a dark-yellow oil which was extracted between 
ethyl acetate (50 mL) and brine solution (3 × 30 mL). 
The organic fractions were combined and evaporated to 
give crude peptides as a bright-yellow solid, which were 
purified by reversed-phase ODS column 
chromatography (MeOH:H2O = 5:5–6:4) to obtain the 
desired product (15.6 mg; yield 52%). 

Reversed-Bacicyclin (2): White solid; 43.7% yield. 
1H-NMR (500 MHz, CD3OD, δ, ppm) and 13C-NMR 
(125 MHz, CD3OD, δ, ppm) data can be seen in Table 1. 
HR-TOF-MS m/z [M+H]+ 601.3713 (calcd. C31H49N6H6 
601.3714). 

Antimicrobial assays 
The antimicrobial activity of the test peptides was 

assessed by the disc method described by Mustafa et al. 
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[16] with some modifications. Briefly, agar plates were 
inoculated with Escherichia coli (Gram-negative bacteria), 
Enterococcus faecalis, Staphylococcus aureus (Gram-
positive bacteria) and Candida albicans (fungi), then 
sterile paper discs saturated with the test peptides were 
placed on top of the agar and incubated at 37 °C for 16–
18 h before the resulting inhibition zones were measured. 

The microdilution method described by Mustafa et 
al. [16] with some modifications was also performed to 
evaluate the antibacterial activity of the test peptides 
against S. aureus and E. faecalis. Briefly, the peptides were 
dissolved in 2% DMSO at a concentration of 1 μg/mL to 
prepare a series of serial dilutions (1000; 500; 250; 125; 
62.5; 31.25; 15.62; 7.81; 3.90; 1.95; 0.97 and 0.48 ppm). The 
sample solutions, amoxicillin, and 2% DMSO were placed 
in a 96-well microplate and incubated at 37 °C for 18 h 
before the absorbance was measured at 600 nm to 
calculate the MIC values. 

■ RESULTS AND DISCUSSION 

The synthesis procedure of reversed-bacicyclin is 
shown in Scheme 1. The linear hexapeptide was prepared 
via an SPPS method using 2-chlorotrityl chloride (2-CTC) 
resin because the resin can suppress diketopiperazine  
 

formation due to the bulky size of the chlorotrityl group 
and provide a mild acidic cleavage condition. The 
synthesis was initiated by the loading of the first residue, 
Fmoc-D-Phe-OH, onto the resin to obtain 0.45 mmol/g, 
which was categorized as good (0.3–0.6 mmol/g) [17-
18]. The unreacted sites were then capped using 
MeOH:DIPEA:DCM (15:5:85), and the Fmoc group was 
deprotected with 20% piperidine in DMF to obtain a free 
amino group. The product was then coupled with Fmoc-
D-Ala-OH using HATU/HOAt as the coupling reagent, 
and DIPEA as the base before the peptide was elongated 
by the attachment of subsequent L-isoleucine, L-valine, 
L-leucine, and glycine residues and final Fmoc 
deprotection to give the linear hexapeptidyl resin-D-
Phe-D-Ala-Ile-Val-Leu-Gly-NH2 (2). 

The linear hexapeptide was cleaved from the resin 
using 20% TFA in DCM to yield a high purity linear 
product for macrocyclization. The HPLC 
chromatogram showed a single peak with a retention 
time of 7.140 min (Fig. 2), and the molecular ion peaks 
at m/z 619.3892 [M+H]+ and [2M+H]+ 1237.8109 in the 
HR-TOF-MS spectra confirmed the successful synthesis 
of the desired hexapeptide (Fig. 3). The 1H- and 13C-
NMR of the linear  precursor revealed  five amide NH at  

 
Scheme 1. Fmoc-based SPPS and solution-phase macrocyclization of reversed bacicyclin 
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Fig 2. HPLC spectra of linear hexapeptide (precursor of bacicyclin) in acetonitrile:H2O (5–40% linear gradient) at a 
flow rate of 1 mL/min, and λ 240 nm 

 
Fig 3. MS spectra of the linear hexapeptide 

 
8.48 (d, 1H), 8.02 (d, 1H), 7.94 (d, 1H), 8.16 (d, 1H), and 
7.83 (d, 1H), six α-protons at the chemical shifts of 4.09 
(1H), 4.38 (1H), 4.12 (1H), 3.57 (1H), 4.31 (1H), and 4.48 
(1H) ppm, one NH2 proton at the chemical shift of 1.42 
(s, 2H) ppm, six carbonyls at the chemical shifts of 165.4 
(Gly), 172.7 (Leu), 170.7 (Val), 170.3 (Ile), 171.5 (Ala), 
and 171.9 (Phe) ppm and six α-carbons at the chemical 
shifts of 41.4, 50.9, 58.0, 57.0 47.6, and 53.5 ppm. Taken 
together, these data confirm the peptidic structure of the 
linear hexapeptide and 82% yield without any further 
purification required. 

The linear hexapeptide was less soluble in DCM, 
DMF, acetonitrile, and other organic solvents but 
dissolved well in DMSO. Therefore, to avoid difficulties 

with DMSO removal, a minimal amount of DMSO was 
used to dissolve the peptide. Macrocyclization was firstly 
trialed in a dilute solution of 0.001 M in 
dichloromethane following the protocol of Ma and 
colleagues [19], but the linear peptide was still detected 
in the MS spectra. Therefore, the amount of HATU (6 
equiv.) was increased, and the addition of DIPEA was 
stopped until it reached 12 equivalent. The reaction was 
completed in 48 h, yielding approximately 53% of the 
desired compound. The reaction was monitored by TLC 
(n-hexane:isopropanol (7:3) and peptide dimerization 
was avoided by conducting the macrocyclization reaction 
at a very dilute peptide concentration (less than 1 mM). 

The success of the cyclization relies on the ring size  
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and the residues present in the peptide sequence, with side 
reactions, such as racemization, occurring if the linear 
peptide consists of less than seven amino acid residues 
[20]. However, the presence of amino acids such as 
proline, D-configured amino acids, the thiazole or 
oxazole ring, and an achiral amino acid such as glycine 
can increase cyclization success [21]. To minimize 
racemization, thus diastereomer formation during 
cyclization, the cyclic target was disconnected at the site 
between D-phenylalanine at the C-terminus and glycine 
at the N-terminus, which can also reduce steric resistance 
during the macrocyclic process. 

HPLC analysis of the crude product showed that the 
cyclic peptide was the major product without any  
 

remaining linear starting material in the reaction mixture. 
The mixture was then concentrated and extracted with 
sodium chloride solution and evaporated using a rotary 
evaporator. Crude bacicyclin was purified by a flash 
column chromatography using MeOH:H2O (gradient: 
6:4-5:5) as the eluent, yielding 15.6 mg of compound 2 
as white solid (52%). The purity of peptide 2 was checked 
by analytical RP-HPLC (Fig. 4; retention time = 20.01 
min), and it was characterized by HR-TOF-MS, 1H-
NMR, 13C-NMR, and IR. The mass spectra of HR-TOF-
MS showed the correct molecular ion peak of the desired 
cyclic peptide with m/z 601.3713 [M+H]+ (calcd. m/z 
601.3714) and m/z 623.3525 [M+Na]+ (calcd. m/z 
623.3526) (Fig. 5). 

 
Fig 4. Analytical RP-HPLC chromatogram of reversed-bacicyclin 2 in acetonitrile:water (5–40% linear gradient) at a 
flow rate of 1 mL/min and λ 240 nm 

 
Fig 5. MS spectra of reversed-bacicyclin 2 
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Table 1. 1H-NMR and 13C-NMR spectra data of reversed-bacicyclin and comparison with bacicyclin spectral data by 
Wiese and colleagues 

Amino acid residues δC 1 [5] 
(CD3OD, 150 MHz) 

δC 2 
(CD3OD, 125 MHz) 

δH 1 [5] 
(CD3OD, 600 MHz) 

δH 2 (synthesized) 
(CD3OD, 500 MHz) 

Gly     
CO 179.1 175.3   
α 41.4 41.2 3.36, t (J = 8.4 Hz) 3.38, t (J = 8.5 Hz) 
Leu     
CO 171.5 172.0   
α 52.7 53.2 3.8, t (J = 8.4 Hz) 3.88, t (J = 8.5 Hz) 
β/β’ 41.8 41.9 1.58, m 1.60, m 
γ 26.2 25.9 1.62, m 1.67, m 
δ 22.5 23.2 0.91, d (J = 7.8 Hz) 0.99, d (J = 7.8 Hz) 
δ' 21.6 21.7 0.96, d (J = 7.7 Hz) 1.08, d (J = 7.7 Hz) 
Val     
CO 175.5 175.2   
α 60.6 62.6 4.21, dd (J = 10.8; 6.2 Hz) 4.22, dd (J = 10.5; 6.3 Hz) 
β 31.8 32.0 1.98, m 1.86, m 
γ 19.5 19.5 0.89, d (J = 6.4 Hz) 0.96, d (J = 6.4 Hz) 
γ' 18.9 17.6 0.88, d (J = 6.6 Hz) 0.92, d (J = 6.8 Hz) 
Ile     
CO 173.2 173.2   
Α 58.9 58.7 4.19, d (J = 8.5 Hz) 4.19, d (J = 8.5 Hz) 
Β 36.1 37.3 2.03, m 2.13, m 
Γ 12.1 12.1 0.84 0.85 
γ' 27.5 26.1 1.28 1.28 
Δ 14.6 16.1 0.86 0.86 
Ala     
CO 173.4 174.1   
Α 49.9 50.1 4.30, q (J = 9.0 Hz) 4.3, q (J = 8.8 Hz) 
Β 18.1 18.1 1.17, d (J = 8.4 Hz) 1.15, d (J = 8.5 Hz) 
Phe     
CO 173.9 174.7   
Α 56.8 55.8 4.3, q (J = 11.4; 4.2 Hz) 4.3, q (J = 11.0; 4.2 Hz) 
β/ β’ 29.1 28.1 3.31/3.05, m 3.20/3.16, m 
     
Bz-I 128.9 139.0   
Bz-o 112.3 122.5 7.22, m 7.29, m 
Bz-m 119.4 127.6 6.98, m 7.18, m 
Bz-p 124.6 129.4 7.18, m 7.27, m 

 
The 1H-NMR and 13C-NMR spectra of 2 and the 

linear peptide were different, with the absence of the 
chemical shift at 1.42 ppm of the free amine (–NH2) 
proton of glycine in the 1H-NMR spectra confirming 
cyclization (Table 1). The absence of NH2 proton and the 

presence of NH amide signals in 1H-NMR are 
commonly observed when the linear peptide is 
completely converted into a cyclic peptide [22-23]. 
Moreover, the successful formation of an amide bond 
between the amino group of glycine and carboxyl group 
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of D-phenylalanine was proven by the presence of the 
deshielding carbonyl signal of Phe at 175.3 ppm. Overall, 
the 13C-NMR spectra displayed six amide-type carbonyls 
(δ 175.3, 172.0, 175.2, 173.1, 174.1, 174.7 ppm), five α-
methine carbons (δ 53.2, 62.6, 58.7, 50.1, 55.8 ppm), α-
methylene carbon (41.2), seven methyl groups (23.2, 21.7, 
19.5, 17.6, 12.1, 16.1, 18.1 ppm), and three methylene 
groups (41.9, 37.3, 28.1 ppm). The NMR spectral data of 
2 was similar to the NMR data obtained by Wiese et al. [5] 
for bacicyclin (Table 1). 

The antimicrobial activities of the linear and cyclic 
peptides of 2 were assessed, showing that the linear and 
cyclic peptides of the reversed-bacicyclin 2 inhibited the 
growth of gram-negative E. coli with weak antibacterial 
activity at a concentration of 2000 ppm. The peptides also 
exhibited moderate antibacterial activity against S. aureus 
and E. faecalis but were not as effective as the natural 
product [5] or synthetic bacicylin [6], indicating that 
reversing the peptide structure affected the biological 
properties of the peptide. 

■ CONCLUSION 

Reversed-bacicyclin (cyclo-Gly-Leu-Val-Ile-D-Ala-
D-Phe) has been successfully synthesized in a two-step 
process, achieving an overall yield of 43.7%. However, the 
biological properties of the reversed peptide were 
different to the natural product. This finding gives 
additional information on the relationship between 
peptide sequence and biological properties. 

■ ACKNOWLEDGMENTS 

The authors would like to thank the research grants 
of thesis magister-DIKTI-Indonesia (1827/UN6.3.1/LT/ 
2020) and Academic Leadership Grant (ALG) Universitas 
Padjajaran, Indonesia (1427/UN6.3.1/LT/2022) for 
financial support. 

■ AUTHOR CONTRIBUTIONS 

RM, AF, and ATH designed the research. AF and KF 
conducted the research. TM, DH, N, and US helped in the 
purification step, RM and SI wrote the manuscript. All 
authors agreed to the final version of this manuscript. 

■ REFERENCES 

[1] Ha, K., Monbaliu, J.C.M., Williams, B.C., Pillai, 
G.G., Ocampo, C.E., Zeller, M., Stevens, C.V., and 
Katritzky, A.R., 2012, A convenient synthesis of 
difficult medium-sized cyclic peptides by 
Staudinger mediated ring-closure, Org. Biomol. 
Chem., 10 (40), 8055–8058. 

[2] Zhong, C., Liu, T., Gou, S., He, Y., Zhu, N., Zhu, Y., 
Wang, L., Liu, H., Zhang, Y., Yao, J., and Ni, J., 2019, 
Design and synthesis of new N-terminal fatty acid 
modified-antimicrobial peptide analogues with 
potent in vitro biological activity, Eur. J. Med. 
Chem., 182, 111636. 

[3] Sawicka-Gutaj, N., Owecki, M., and Ruchala, M., 
2018, Pasireotide-mechanism of action and clinical 
applications, Curr. Drug Metab., 19 (10), 876–882. 

[4] Noh, H.J., Hwang, D., Lee, E.S., Hyun, J.W., Yi, 
P.H., Kim, G.S., Lee, S.E., Pang, C., Park, Y.J., 
Chung, K.H., Kim, G.D., and Kim, K.H., 2015, 
Anti-inflammatory activity of a new cyclic peptide, 
citrusin XI, isolated from the fruits of Citrus unshiu, 
J. Ethnopharmacol., 163, 106–112. 

[5] Wiese, J., Abdelmohsen, U.R., Motiei, A., Humeida, 
U.H., and Imhoff, J.F., 2018, Bacicyclin, a new 
antibacterial cyclic hexapeptide from Bacillus sp. 
strain BC028 isolated from Mytilus edulis, Bioorg. 
Med. Chem. Lett., 28 (4), 558–561. 

[6] Chen, Q., Wu, M., Chang, Q., and Zhao, X., 2021, 
Total synthesis and modification of Bacicyclin (1), 
a new marine antibacterial cyclic hexapeptide, 
Tetrahedron Lett., 63, 152705. 

[7] Damjanovic, J., Miao, J., Huang, H., and Lin, Y.S., 
2021, Elucidating solution structures of cyclic 
peptides using molecular dynamics simulations, 
Chem. Rev., 121 (4), 2292–2324. 

[8] Jwad, R., Weissberger, D., and Hunter, L., 2020, 
Strategies for fine-tuning the conformations of 
cyclic peptides, Chem. Rev., 120 (17), 9743–9789. 

[9] Claro, B., Peón, A., González-Freire, E., 
Goormaghtigh, E., Amorín, M., Granja, J.R., 
Garcia-Fandiño, R., and Bastos, M., 2021,  
 



Indones. J. Chem., 2022, 22 (4), 1061 - 1069    

 

Rani Maharani et al.   
 

1069 

Macromolecular assembly and membrane activity of 
antimicrobial D, L-α-Cyclic peptides, Colloids Surf., 
B, 112086. 

[10] Farah, H.I., Supratman, U., Hidayat, A.T., and 
Maharani, R., 2022, An overview of the synthesis of 
biologically active cyclodepsipeptides, 
ChemistrySelect, 7 (1), e202103470. 

[11] Malesevic, M., Strijowski, U., Bächle, D., and Sewald, 
N., 2004, An improved method for the solution 
cyclization of peptides under pseudo-high dilution 
conditions, J. Biotechnol., 112 (1-2), 73–77. 

[12] Tsutsumi, L.S., Tan, G.T., and Sun, D., 2017, Solid-
phase synthesis of cyclic hexapeptides wollamides A, 
B and desotamide B, Tetrahedron Lett., 58 (27), 
2675–2680. 

[13] Tsutsumi, L.S., Elmore, J.M., Dang, U.T., Wallace, 
M.J., Marreddy, R., Lee, R.B., Tan, G.T., Hurdle, J.G., 
Lee, R.E., and Sun, D., 2018, Solid-phase synthesis 
and antibacterial activity of cyclohexapeptide 
wollamide B analogs, ACS Comb. Sci., 20 (3), 172–
185. 

[14] Chen, Y.X., Liu, C., Liu, N., Wu, Y., Zhao, Q.J., Hu, 
H.G., Li, X., and Zou, Y., 2018, Total synthesis and 
antibacterial study of cyclohexapeptides desotamide 
B, wollamide B and their analogs, Chem. Biodivers., 
15 (1), e1700414. 

[15] Bodanszky, M., 2012, Principles of Peptide Synthesis, 
Springer Science & Business Media, Berlin, 
Germany. 

[16] Mustafa, Y.F., Khalil, R.R., and Mohammed, E.T., 
2020, Antimicrobial activity of aqueous extracts 

acquired from the seeds of two apples’ cultivars, 
Syst. Rev. Pharm., 11 (2), 382–387. 

[17] Chan, W.C., and White, P., 1999, Fmoc Solid Phase 
Peptide Synthesis: A Practical Approach, Oxford 
University Press, Oxford, UK. 

[18] Behrendt, R., White, P., and Offer, J., 2016, 
Advances in Fmoc solid‐phase peptide synthesis, J. 
Pept. Sci., 22 (1), 4–27. 

[19] Ma, C., Chen, M., Chu, W., Tao, J., Kong, D., 
Zhang, M., and Feng, W., 2019, A practical and total 
synthesis of pasireotide: Synthesis of cyclic 
hexapeptide via a three-component condensation, 
Molecules, 24 (11), 2185. 

[20] White, C.J., and Yudin, A.K., 2011, Contemporary 
strategies for peptide macrocyclization, Nat. Chem., 
3 (7), 509–524. 

[21] Humphrey, J.M., and Chamberlin, A.R., 1997, 
Chemical synthesis of natural product peptides: 
Coupling methods for the incorporation of 
noncoded amino acids into peptides, Chem. Rev., 97 
(6), 2243–2266. 

[22] Napitupulu, O.I., Sumiarsa, D., Subroto, T., 
Nurlelasari, N., Harneti, D., Supratman, U., and 
Maharani, R., 2019, Synthesis of cyclo-PLAI using a 
combination of solid-and solution-phase methods, 
Synth. Commun., 49 (2), 308–315. 

[23] Kurnia, D.Y., Maharani, R., Hidayat, A.T., Al‐
Anshori, J., Wiani, I., Mayanti, T., Harneti, D., and 
Supratman, U., 2021, Total synthesis of xylapeptide 
B [Cyclo‐(L‐Leu‐L‐Pro‐N‐Me‐Phe‐L‐Val‐D‐Ala)], 
J. Heterocycl. Chem., 59 (1), 131–136. 

 
 


	■ INTRODUCTION
	■ EXPERIMENTAL SECTION
	Materials
	Instrumentation
	Procedure
	Synthesis of linear hexapeptides, a precursor of reversed-bacicyclin
	Synthesis of cyclic hexapeptides
	Antimicrobial assays


	■ RESULTS AND DISCUSSION
	■ CONCLUSION
	■ ACKNOWLEDGMENTS
	■ AUTHOR CONTRIBUTIONS
	■ REFERENCES

